






























研究成果の概要（英文）：The genomic DNA in bacteria is packed into cells as nucleoid, which 
is composed of genomic DNA, RNAs and proteins. I focused on the regulatory mechanism of 
the nucleoid structure because its dynamics is closely related to the essential biological 
processes such as transcription, translation, replication etc. In the present study, I found i) 
nucleoid structures are sustained by nascent single stranded RNA, ii) the proteins involved 
in the nucleoid is highly varied in species-specific and environmental-specific manners.  
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 ①一本鎖 RNA 分解酵素(RNase A)により、
30nm ファイバー以上の構造体が崩壊し、10nm
ファイバーとなった。 
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や Hfq、黄色ブドウ球菌の SarA など）が豊富
であった。 
⑤従来、細胞質タンパク質として報告され
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